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ESTs 
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cyclin A1 1 
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(sideroblastic/hypochromic anemia) 


aminolevulinate, delta-, synthase 2 
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ESTs 
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ESTs 
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ESTs 


amylase, alpha 2B; pancreatic | 


Hs.238927 
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Hs.109299 


Hs,214507j 


Hs.214507 1 


Hs.79378 1 


Hs.79103 


Hs.79103 


Hs.1171061 


Hs. 122614 


Hs. 1247781 


Hs.267289 1 


Hs.347 1 


Hs.163036 


Hs.75733 1 


g1289598 


g1289894| 


g1321460| 




o 

TO 


g1383016 


g 1386331 


g 13830271 


g1386341| 


g2836332| 


g1471050 


g1471051 


CN 
00 
CD 


oo 

<o 
oo 


g2705934| 


CO 


CO 

00 

in 

CD 
D) 




g 1524975! 


W16424 


W15465 


W39618I 


W47134 


W47096 


W72861 


W75957 


W72892I 


W76097I 


AA777001 1 


AA01 00031 




AA01 00041 




AA678160I 


AA776448i 




AA702821 1 


AA707650I 


AA677706I 


AA705029I 


AA047077I 


322443 


322723 


322723 


o> 
o> 

CO 


324699 


344942 


344942 

1 


344958 


3449581 


377799 


430077 


430077 


431944 


436348 


4367821 


4517061 


460487 


461468 


488945] 



0)UJ 1l' 

w S V 
uj < £. 



■<o <u 
>. c 



1 5i 



^ to 
2 go 



ill 



55 9 

8^ 



2 X B 

= i= iS CM 

? 3 t- 

j P o) 2 

B -D ^ c: 

J a> c S> 

5^ o> E 



£ roc 



> > 



• u. a. > 

I) TJ c 



Sensitivity 


Resistance 


Resistance 


Resistance 


Sensitivity 


Sensitivity 


Sensitivity 

i 


Sensitivity 1 


(Sensitivity 1 


1 Sensitivity 1 


1 Sensitivity | 


1 Resistance | 


1 Resistance | 


1 Resistance 


Resistance 
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PEPD ■ 
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inl'iibitor of DNA binding 4, dominant 
negative helix-loop-helix protein 


ESTs, Weakly similar to KIAA1006 
protein [H.sapiens] 


ESTs, Weakly similar to KIAA1006 
protein [H.sapiens] 


ESTs, Weakly similar to similar to 
KIAA0766 [H.sapiens] 


inhibitor of DNA binding 4, dominant 
negative helix-loop-helix protein 


inhibitor of DNA binding 4, dominant 
negative helix-loop-helix protein 


Homo sapiens mRNA; cDNA 
DKFZp586l0521 (from clone 
DKFZP586I0521) 


1 cellular retinoic acid-binding protein 1 1 


1 cellular retinoic acid-binding protein 1 1 


[amylase, alpha 1 A; salivary 1 
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1 parathymosin 1 


1 parathymosin | 


[peptidase D 1 
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[peptidase D ] 
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1 Hs.7678 1 
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1 Hs.271869] 


Hs.243010 


Hs.10803 


g2166162 


<D 
O 

CD 


92166470 


92166568 


o 
cn 

OO 


92167010 


g2167164 


N- 
CM 


D5 


r- 

1^ 

o> 


o 
CO 
to 
r- 


CO 
» 


g2184103l 


g2184012| 


g2 184232] 


o 

CD 

TO 


in 

CO 

o 


<D 
O 
O 
C» 




o 

CO 
OO 

*a) 


1 AA452493I 




AA452937 


1 AA452801I 




1 AA452899I 




1 AA464856I 




1 AA453341I 




AA453495 




1 AA454702I 


1 AA456351I 


1 AA455195I 


1 AA454854I 


1 AA458981I 


rAA459196l 


1 AA459105I 


1 AA459325I 


rAA481608l 


[ AA481543I 


[ AA434092I 


AA434363 


AA488699I 




788234 


788524 
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Table 2A 



EST 

cohXres112c05 
jlhbab397f01 
jlhbab412e01 
jlhbab443e06 
jlhbab453e07 
jlhbac238e10 
jlhbacl283g07 
jlhbae334b03 
jMhXp229h07 
jMhXp252a05 
johOf009h09 
johOf017b09 
johOf021e06 
johOf079g12 
johOf083h04 
johOf092b09 
johOf094e10 
jrhob001h03 
jrhoc127f11 



Sensitivity/Resistance 

Sensitivity 

Sensitivity 

Sensitivity 

Resistance 

Sensitivity 

Resistance 

Resistance 

Sensitivity 

Resistance 

Resistance 

Resistance 

Resistance 

Resistance 

Resistance 

Resistance 

Resistance 

Resistance 

Resistance 

Resistance 



SEQ ID NO 

1 

18 
16 
2 
17 
3 
19 
4 
15 
5 
6 
7 
8 
9 
10 
11 
12 
13 
14 
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> cohXresll2c05 

AGGTACAAGCTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCCTACTGGAATCGTTNAAT 
GNGTCTACTTNTTCCACNCATAATTATAAAAGAATAAGAATCGACAAAAATATTTTNTTT 
CCATAATATGTANAGGNGGTTGGTTTCTTTTTTTTTTTTTTTCTTTTCTTTTAACTTTTT 
,j,^,p,y.p^^.p.j..j>r[.,j.rj,r|,^,j,.j.,p,pYGGGCTCNAAAGGGGGTAGNGGGGGTNCTNTAGGACCTGCC 
CG 

> jlhbab4 4 3e06 

TTTATGAGAAAGCAGCTATTAAAGGTAGAGTGATTCAAGTCTATAAGGCAATTTATATTC 
TATATTTAGTTTTTCATTCTGAATAGACTGAAAAAATATATGAATTAGAAATTTATTTAA 
GACCATCTTTCTTTTGTTGCTTTTTTTAAACATTTACTTTTCTTTAAGCCATAAGGATGC 
ATAAATTATACAGGGCATGACCTTATGAGTAACATCAACAGGTATTTCAGAAATAACAGA 

ACACGTCTAGAAATGTATGGTGGTAATATTAATCTATACATTTTTTGGCATGATTTGTAC 
ATTGACATTGTATGAAATGAGCACACTGAGGGTTTTTNGGTGGTACTGNCGCATCCAAGG 
AGGTTGGGGAGAACTATATAAGAATGTNTTATAATCACTATTTTAAATAAAGTAAAA 

> jlhbac238el0 

CGTGACTGAGGACAGTGAAAAGAGCCCACCTGGTGTAGAGTGCTCATTTTAGCTGCCAAG 
AAAAGCCTAATTTATTTTCAGGGCAAAACTTCTGCACTGGGACAAATGTCTTCATTATAA 
TCCAAAAGCAGCATCAGGAAAAGAAGCTGAACTGTGCGAATAGAAATGAATGGGGCTGCT 
GCTGCTGCTGCTGCTTTCTTTTTAATCAGTAGAAATGGAATTCTGCCTGCCAAACAGAAG 
TCTAGGAGGAACCTGCAGACGGCCCCTGTACTGAGGGCATTTTGTCAGGGCTTAAAGCAA 
CCTTCAAGATCATGACACTCTGCTATGAGGACCGAAAGAACTTGGAGATAAATATACATG 
TACTATGTGGTGGGACCGATTTTGAATCTGAACTAAATTAAATGATGGAAAACGACCTTG 
GGTGAGTTCATTCATGGCTGAACTTGCTGGGAATGATACAACTTTTCAAAATAATTTGTT 
TCCTTCAAATGACACCAACACCTATAGTTAAG 

> jlhbae334b03 

NCGGTTGAACTACGGANAACAACNCGCTGCCTTCACAGNACCTAGAGTCTCCTTTGGAGC 
TACCAACCTCGCCGAAGGTACGGCGACACAGACGNGANGTGTACAAGCTTTTNTANATGG 
TGGATATTCNACAATTAAATTCNTACGTACTCNNNGTCCAGTCNNGAGTCCNANTGAGCT 
GTTTGCTAANTNATGAANTTCNTTCNNGCACGTGAAGGGCAAAGAGAAATAAGGGCCNAC 
TTCCNNNAAGGGNTTCCTCGCGCATTTAGGTATCAGGCTTACTTNAGTATGTATNGCCNN 
CNTCCGAGCGGGAGAGCCAAGGGTGTCGTATAAAATTNAAAGGAATAACATAAAAA 

> jMhXp252a05 

GTCGACCCCGCGTCCGCTTAGGGAACTGCAATATTATAAGTATAGTAATGACNGCAGNNG 
AGAACCATAATGATGGCCTCCCCGGCAAAGAAGAACCAACCCGTGTTACGCCTGAGGTTG 
CAATTTTTTGAATTTTTGCAGTNAGACCCTGGCGATGACCTTGAGCAGTAGGNGATAAAT 
TCCACATGCTTAGCGTNCCAGTAATGGAACACTAGGCATAAATGGGTTATTAAAGTATCC 
ANAATTAACATGCTTAGCTGTGACATTGGAAAGGCAATGTGTTTGCTGTGGCACACATAC 
TANTAAATAATGACTGGTCCGAATTTGGTTTTCGTTTGTCTATTAAAGTCAATTTACTAA 
GGCAGGGAGGGCCCAGAGCTGTGCTGTCCAGTTCAATAGCCATGCGTGACTGCTAAGGAC 
TTCCAAAGTGGNTAGTCCAATGTCAGGTATGCTGCAAGTGTCAAACACACACTGGATTTC 
AAAGACTAAANCCAAAAAAATGTNAAATCATCTNAATATTTTGGTTATACTCGGTTNAAG 
AAAATAAAATTATTTTTGCCTTTTATGTTTTTAAAAG 

> johOf009h09 

GGNCACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCAC 
CAACTTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGA 
CCCCAGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCT 
GGGCTCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCA 
ACCAACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACC 
ATATTCCCAGGACAAAGCCCAGCCAGGCACC 

> johOf017b09 

CCCTCGCGGTGGCGGGCGAGGTGCATCACCCTGCTGAGGGACATCCAGGACAAGGTCACC 
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ACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAACTTG 
ACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCCAGC 
CTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGCTCC 
ACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCAACA 
AGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATATTCC 
CAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGAGGAT 
GCGCTCAACCAACTCTTCGAAACAGC 

> johOf021e06 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGATAAGACCC 
TGAATGCCTCATTCCATTGGCTGGGCTCCACCTACCAGTTGGTGGACATCCATGTGACAG 
AAATGGAGTCATCAGTTTATCAACCAACAAGCAGCTCCAGCACCCAGCACTTCTACCTGA 
ATTTCACCATCACCAACCTACCATATTCCCGGGACAAAGCCCAGCCAGGCACCACCAATT 
ACCAGAGGAACAAAAGGAATATTGAGGATGCGCTCAACCAACTCTTCCGAAACAGCAGCA 
TCAAGAGTTATTTTTCTGACTGTCAAGTTTCAACATTCAGGTCTGTCCCCAACAGGCACC 
ACACCGGGGTGGACTCCCTGTGTAACTTCTCGCCACTGGCTCGGAGAGTAGACAGAGTTG 
CCATCTATGAGGAATTTCTGCGGATGACCCGGAATGGGTACCTGCCCGGGCCGGCCGCTT 
CGGCTTTAGAACTAGTN 

> johOf07 9gl2 

ATAGGGCGAATTGGAGCTCCCCGCGGNGGCGGCCGAGGTACCATTCCGGGTCATCCGCAG 
AAATTCCTCATAGATGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTT7\CACAG 
GGAGTCCACCCCGGTGTGGTGCCTGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTC 
AGAAAAATAACTCTTGATGCTGCTGTTTCGGAAGAGTTGGTTGAGCGCATCCTCAATATT 
CCTTTTGTTCCTCTGGTAATTGGTGGTGCCTGGCTGGGCTTTGTCCTGGGAATATGGTAG 
GTTGGTGATGGTGAAATTCAGGTAGAAGTGCTGGGTGCTGGAGCTGCTTGTTGGTTGATA 
AACTGATGACTCCATTTCTGTCACATGGATGTCCACCAACTGGTAGGTGGAGCCCAGCCA 
ATGGGAATGAGGCATTCAGGGTCTTATCTAGAAAGACTTGCTCCACCAGGCTGGGGTCCA 
AATTGGAG 

> johOf083h04 

CCGCGGTGGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGT 
CACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAA 
CTTGACGATGGACTCCGTGTCGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCC 
CAGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGG 
CTCCACCTACCAGTTGGTGGACATCCATGTGGCAGAAATGGAGTCATCAGTTTATCAACC 
AACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATA 
TTCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGA 
GGATGCGCTCAACCAACTCTTCCGAAACAGCAGCATCAAGAGT 

> johOf092b09 

ACCGCNGTGGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACTTTTNNGGACAAG 
GTCACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACC 
AACTTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGAC 
CCCAGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTG 
GGCTCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTTATCA 
AC 

> johOf094elO 

AGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTACCACCTGAAGGCCCTCACACTC 
AACTTCACCATCTCCAATCTCCAGTATTCACCAGATATGGGCAAGGGCTCAGCTACATTC 
AACTCCACCGAGGGGGTCCTTCAGCACCTGCTCAGACCCTTGTTCCAGAAGAGCAGCATG 
GGCCCCTTCTACTTGGGTTGCCAACTGATCTCCCTCAGGCCTGAGAAGGATGGGGCAGCC 
ACTGGTGTGGACACCACCTGCACCTACCACCCTGACCCTGTGGGCCCCGGGCTGGACATA 
CAGCAGCTTTACTGGGAGCTGAGTCAGCTGACCCATGGGTGTCACCCAACTGGGCTTCTA 
TTGTCCTGGACAGGGATAGCCTCTTCATCAATGGCTATGCACCCCAAAATTTATCAATCC 
GGGGGCGAGGTACCTGCCCCGGGCGGGCCGCTTAAAACTAGGNGGGATCCCCCNGGCTTG 
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CAGGAATTTCGATATTCAAGCTTATCGATACCCGTCCNACCTTCGAGGGGGGGG 

> jrhobOOlhOS 

TGGGGGAAAGGGAGNNCCCAACGATCCTGGAACTTTAANTNTGGAAAGAGTGAGATTCAG 
AAATCGCCACNACTGGACTTTAAGGGACGTCCTGTGTCAGCACAANGGACTGGCACACAC 
AGACACACNAGACCGANGANA?\ACTGCANACAAATGGAGATACNAANACTTAGAAGGACA 
GCTCCTTTCACCTCATCCTACTTGTCCAGAAGGTAAAAAGACACANCCAGAAAGAAAAGG 
CATCNGCTCANCTCTCAGATCANGACANGCTGTGGATCTGTGGCGGTACT 

> jrhocl27fll 

GCGTCCGAATTTCCTGGGTACCCCGTATATAAGAAAATGTTAAAGTCAGGCAGGAAAACT 
ATAGAATTAAAGCCTTATAGTATATTATATAGNAAAGCCCTATATAGTATAGACAGAAAA 
GTTTAGGGAAGGCCCACAATTGCAAAGAAAAGTGGTGGTCACGGAACAAGGGAATGTCAT 
ACAAATGTGGACACACACTGCGTTACTGAGCGCCACGTCTCATAGGTGAGAAGCATAACT 
CTAGAAGGTGAGAAATGAGAATTTTCACTTCCATCCTTCCATTTGTTGTGTGACTCTGCC 
ATTTACTTTCCTTTNTTTTGTATTTTCATTTTCCTTTTAAAAATGGAAATATGAATTTTG 
AATTTCTGCTCTATCTCACAGGTTTTTTGTGGGGATGCATTTAAAANGTTTAATTAGTAA 
ATAATGGTAT 

> jMhXp229h07 

CCAAACTATTTGGACAGAATGGCTTCAAAAGCTAGGCGNAAATGTTCACATTATAAAAAG 
TTAAATATTACCTTCAATACCTGTCAGTAGCCTACTGACAAATTATGACTAAACAAAGGT 
ATTTGTATGACTATGTAATAGATCATCCGCTGAAAAGTAAAACAAAATAACAAAAAAACT 
TGTCCTAATGGGAAAGCATGCTTAATAAAAGGAAATGCACGAAGTTATAAACATGTTTTG 
TNAGTAAGTATTCAGAATTAAAATTATGTGATACATTTTTATGATTGCTTAATGATCCTT 
GGATGTCAGATTCCTTGGGTCTATTTATAGCTAAATTATAATGAAAAATTCAAGGCTTGC 
TGNAGCAACTCTGTCAACAAATATATTAGTTTNGCTTATATATNTNGATTCNTTATGTGG 
GAAAAATTACTACCC 

> jlhbab412e01 

CGGCCGGCCCGGGGGATGCCGAGTCCCAAGAGGCCGAGTTTGAGAGGCTGGTGGCAGAAT 
TCCCGGAGAAGGAGGCCCAGCTGTCCCTGGTGGAAGCGCAGGGCTGGCTGGTGATGGAGA 
AGTCTTCTCCGGAGGGTGCTGCCGTGGTGCAGGAGGAGCTCAGGGAGCTGGCAGAGTCGT 

GGCGGGCCTTGAGGCTGCTGGAAGAAAGTCTGCTGAGCCTCATCAGAAACTGGCATCTGC 
AGAGGATGGAAGTGGATTCGGGGAAGAAAATGGTTTTCACCAACAACATCCCAAAGTCAG 
GATTTCTCATCAATCCCATGGATCCTATTCCCAGGCATCGTCGACGCGTGAGTCTGTCTA 
GCAGGGCTGTGGGAGAAGGGGCCAGGCCCCAGGTCAAGAGGTGGGTAGGGGTCTCCAGCA 
CAGGCCCCTCCCTGTCTGGGGCAACATGCTCTGCTCTGAGGACTTGGCCACGTCCTGTCT 
CATTTGAGCCTGC 

> jlhbab453e07 

GCGTCCGGTTACAAAGTCAGGTTGTTATGGTTTGCATGACTTTGAGAAGCTAGTGGAATG 
GAAATAAAGTTAGGAGCAGCAGGAGGAGGCTCTGTGTGGGCACATCTCCTTCAGGGGCAT 
GGTACTGTTCATGGACAGAGGAAGTCCTATGGCATATGCTGGGACAGACAGTGAAGGGTA 
GGTCTTACAAAGAGGCTTTACGTTAGAGTATAATAATCACTTATCTGTATGCATCTATGA 
ATGATCTCACCGGATGTGAAGAATATGTATTTTTAAAAACAGCATGAAACGGCCTGTAAT 
CCCAGTACTTTTGGG 

> jlhbab397f01 

ACTTATTGAATCATCGAATTCATTGAAGTTTGGCTCCAACCTATCATATCGCCGATGTTT 
ACTTTTTCCTATTCTTCATAAAGTTCTAAATTCAGAATGTGAGGTGGACAAATTCATTTC 
AGTTCCACAAGTGGTAGCATTTAAATATCAGCAGCTTAAGTATTCAAAATTAATAGATTG 
CATTTTTAAAATGGTGAAATTCTGACAGTTTGCAGGGAAAAGGTGCTGAATATCTTGATA 
TAATTTACATACTTCTATAAACAGGCATTTTTATACCTTTGGAAAGATAAATGAGTAGAA 
ACCAAGTATTTTACAATTCTAATAGTTATACTGACATGT 

jlhbad283g07 
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TCCGCTAAAAATTTGTTCGGGCCTTTGGCTTAATTCAGAGATCTGCCCATGGGGTTCTATTACTTTGCTCTTTAACTTTG 
TTCGATCCTTCTTGGATCAGTCTTGCAATTCATTCTTGTCTTTTCCTGAATAACATCTATGTTTTGCCCTCTTTTGAGTG 
CTATCTTAATATGCCAGCCTATTTCTACCTTTCTTGTGCAGGGTAGCATAATTTTTACTTTCCATTATACCTCAGTCCCA 
CACCTTGTTGTCTGTTTATTTCAATACCTAAGATACTTATCCTCAGTTCCTAGCTTACTTTAGTTCTGAAAGTTGGATAT 
CCATAATTGTAGTGGTCTTAAATCTGTAAAACACATATGGATGGGAAACCACTGAATAATGTAAATAAATATGAATAACG 
ATGATAAAATAAAAATGATAAAAATAACTGAGTTCAATGATATTAAAAACATAAGTCA 
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Clone 


Annotation 


24264-2 


EST//(Hs.42041 ;) 




ESTs//(Hs.226410;) 


32567 


inhibitor of DNA binding 4, dominant negative heiix- 




loop-helix protein//(Hs.34853;NI\^_001 546) 


788234 


inhibitor of DNA binding 4, dominant negative helix- 


789369 


loop-helix protein//(Hs. 34853 ; N M_00 1 546) 


inhibitor of DNA binding 4, dominant negative heiix- 


27544 


loop-helix protein//(Hs.34853;NM_001546) 


prominin (mouse)-like 1//(Hs.112360;NM_006017) 


322723 


ESTs//(Hs.93231;) 




diubiquitin//(Hs.44532;NM_006398) 


1055543 


EST//(Hs.112911;) 


245330 


insulin-like growth factor 2 (somatomedin 




A)//(Hs.251664;NM_000612) 


1 574438 


matrix metalloproteinase 1 1 (stromelysin 




3)//(Hs.1 65324; NM_005940) 


234907 


KIAA0094 protein//(Hs.82007;) 


1456937 


oviductal glycoprotein 1, 




120kD//(Hs.1 154;NM_002557) 


1493205 


ESTs, Weakly similar to WD40 protein Ciao 1 


506583 


[H.sapiens]//(Hs.90680;) 


cardiotrophin 1//(Hs.25537;NM_001330) 


jlhbac238e1 0 


y/0o4y 


ESTs//(Hs. 116561;) 


1 ooU 


microfibrillar-associated protein 




2//(Hs.83551 ;NM_002403) 


731311 


ESTs, Weakly similar to ORF YKL201c 




[S.cerevisiaej//(Hs.270266;) 


1 588935 


ESTs, Highly similar to TDAG51/lpI homologue 1 


oo9ooo 


[H.sapiens]//(Hs. 1 10222;) 


cell division cycle 42 (GTP-binding protein, 




25kD)//(Hs.146409;NM 001791) 


1 550909 


G antigen 7//(Hs. 184794;) 


810871 


parathymosin//(Hs. 1 71 81 4; NM_002824) 


159455 


similar to vacdnia virus Hindlll K4L 




ORF//(Hs.74573;) 


jiDDauzoogu / 


814297 


peptidase D//(Hs.73947;NM 000285) 


1635978 


ESTs//(Hs.131201;) 


785847 


ubiquitin-conjugating enzyme E2M (homologous to 


274677 


yeast UBC12)//(Hs.200478;NM_003969) 


ESTs//(Hs. 169338;) 


859761 


Untitled//(Hs.270880;) 


377799 


cyclin A1//(Hs.79378;NM_003914) 


713263 


preprcnociceptin//(Hs 89040 ) 


1916700 


kallikrein 1, 


490600 


renal/pancreas/salivary//(Hs. 1 231 07; NM 002257) 


FOS-like antigen 2//(Hs.165210;NM 005253) 



Page I of 1 



Table 3B 



Clone 

1916700 

490600 

johOf021e06 

859761 

814297 

johOf009h09 

1605142 

johOf017b09 

johOf092b09 

johOf083h04 

451706 

506583 

753587 

789369 

261828 

969769 

1603560 
32567 

772446 
159455 
788234 

johOf094e10 
897597 
810871 
731311 

753587 

322443 

66498 

242642 

970649 

841679 

1588935 

785847 

johOf079g12 
121661 



kallikrein 1, 

renal/pancreas/salivary//(Hs.123107;NM_002257) 
FOS-like antigen 2//(Hs.155210;NM_005253) 

Untitled//(Hs.27O880;) 

peptidase D//{Hs.73947;NM_000285) 

ESTs//(Hs.27457:) 



polymerase (DNA directed), alpha//(Hs.267289;) 
cardiotrophin 1//(Hs.25537;NM_001330) 
butyrophilin, subfamily 3, member 
A3//(Hs. 167741 ;NM_006994) 

inhibitor of DNA binding 4, dominant negative helix-loop- 
helix protein//(Hs.34853; NM_001 546) 
UNIGENE-ambiguity: Hs.226216::Hs.270258! 
ESTs//(Hs.226216;) 
heparan sulfate 6-0- 

sulfotransferase//(Hs. 1 32884; NM_004807) 
peptidase D//( Hs. 73947;NM_000285) 
inhibitor of DNA binding 4, dominant negative helix-loop- 
helix prote(n//(Hs.34853;NM_001546) 
ESTs//(Hs.105915;) 

similar to vaccinia virus Hindlll K4L ORF//(Hs. 74573;) 
inhibitor of DNA binding 4, dominant negative helix-loop- 
helix protein//{Hs.34853;NM_001 546) 

DKFZP434B131 protein//(Hs. 19614;) 
parathymosin//(Hs.1 71 814;NM_002824) 
ESTs, Weakly similar to ORF YKL201c 
[S.cerevislae]//(Hs.270266;) 
butyrophilin, subfamily 3, member 
A3//(Hs.167741 ;NM_006994) 
ESTs//(Hs.238927;) 
ESTs//(Hs.21688;) 
EST//(Hs.42041;) 
ESTs//(Hs.116561;) 

calcium and integring binding protein (DNA-dependent 
protein kinase interacting protein)//(Hs. 10803;) 
ESTs, Highly similar to TDAG51/lpl homoiogue 1 
[H.saplensl//(Hs.110222;) 

ubiquitin-conjugating enzyme E2M (homologous to yeast 
UBC12)//(Hs.200478;NM_003969) 

ESTs//(Hs.226410;) 
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Clone 



66420 
460487 

cohXres112c05 

242642 

430077 



1623016 
27544 
121661 
324699 



199243 
741067 



127192 

1055543 

344942 



154172 
756463 

277173 

489637 

743465 

755881 

595037 

66317 

795378 

1035784 

344958 

436782 

730871 

298417 

845658 

510576 

203348 
783729 



241120 
768602 
51221 
897641 



ESTs//(Hs.189713;) 
lactotransferrin//(Hs.347;NM_002343) 

EST//(Hs.42041;) 

aminolevulinate, delta-, synthase 2 
(sideroblastic/hypochromic 
anemia)//(Hs.791 03;NM_000032) 
EST//(Hs.234903;) 

prominin (mouseHike 1//(Hs.112360;NM_006017) 

ESTs//(Hs.226410;) 

Homo sapiens clone 23551 mRNA 

sequence//(Hs. 1 8401 9;) 

EST//(Hs.35467;) 

UNIGENE-ambiguity: Hs.250581::Hs.69469! SWI/SNF 

related, matrix associated, actin dependent regulator 

of chromatin, subfamily d, member 

2//(Hs.250581 ;NM_003077) 

ESTs//(Hs.20131;) 

EST//(Hs.1 12911;) 

protein tyrosine phosphatase, receptor type, f 
polypeptide (PTPRF), interacting protein (liprin), alpha 
3//(Hs. 109299;) 

IgG Fc binding protein//(Hs.111732;NM_003890) 
downregulated in renal cell 
carcinoma//(Hs.8022;NM_0071 77) 
laminin receptor 1 (67kD, ribosomal protein 
SA)//(Hs. 181 357;NM_002295) 
ESTs//(Hs.22793;) 
ESTs//(Hs.1 12703;) 
ESTs//(Hs.1 79902;) 

retinoic acid induced 3//{Hs.194691;NM_003979) 
HI histone family, member 2//{Hs.7644;NM_005319) 
ESTs//(Hs.236463;) 

ESTs//(Hs.214507;) 
ESTs//(Hs. 124778;) 
ESTs//(Hs.98186;) 

trefoil factor 3 (intestinal)//(Hs.82961;NM_003226) 
ESTs//(Hs.61762;) 

UNIGENE-ambiguity: Hs.122576:;Hs.91011! 

ESTs//(Hs. 122576;) 

ESTs//(Hs.9829;) 

v-erb-b2 avian erythroblastic leukemia viral oncogene 
homolog 2 (neuro/glioblastoma derived oncogene 
homolog)/7(Hs.173664;NM_004448) 

ESTs//(Hs.98402;) 
ortholog of rat pippin//(Hs. 106635;) 
UNIGENE-ambiguity: Hs. 1 03804::Hs. 1 39572! 
heterogeneous nuclear ribonucieoprotein U (scaffold 
attachment factor A)//(Hs. 1 03804; NM_004501 ) 
ESTs, Weakly similar to apoptotic protease activating 
factor 1 [M.musculus]//(Hs.122614;) 
ESTs//(Hs.49275;) 



Page I of 2 



Table 4 



970649 
1456937 

1493205 

1573946 

1470220 
785847 

461468 
33267 

506516 
1486028 
1550776 



154929 
1475842 



jMhXp252a05 

1646649 

1968246 

153505 
jlhbab443e06 



814297 
1916700 



keratin 5 (epidermolysis bullosa simplex, Dowling- 

Meara/Kobner/Weber-Cockayne 

types)//{Hs.195850;NM_000424) 

ESTs//(Hs.1 16561;) 

ovlductal glycoprotein 1, 

1 20kD//(Hs. 1 1 54;NM_002557) 

ESTs, Weakly similar to WD40 protein Ciao 1 

[H.sapiens]//(Hs.90680;) 

ESTs, Weakly similar to B051 1 .8 

[C.elegans]//(Hs.28555;) 

ESTs//(Hs. 127286;) 

ubiquitin-conjugating enzyme E2M (homologous to 

y east U BC1 2)//(Hs.200478; N M_003969) 
ESTs//(Hs. 163036;) 

insulin-like growth factor binding protein 2 
(36kD)//(Hs.162;) 
ESTs//(Hs.120152;) 
ESTs//(Hs.181059;) 

ELK3, ETS-domain protein (SRF accessory protein 2) 
NOTE: Symbol and name 
provisional.//(Hs.121529;NM_005230) 

Rho-associated, coiled-coil containing protein kinase 
1//(Hs. 1 7820;NM_005406) 
activated leucocyte cell adhesion 
molecule//(Hs. 1 0247; N M_00 1 627) 

EST//(Hs.131678;) 
fucosyltransferase 8 (alpha (1,6) 
fucosyltransferase)//(Hs.1 1 8722;NM_004480) 
dermatopontin//(Hs.80552;NM_001937) 

heparan sulfate 6-0- 

sulfotransferase//(Hs. 1 32884;NM_004807) 

ESTs, Weakly similar to weak similarity to collagens 

[C.elegans]//(Hs. 1 27824;) 

peptidase D//(Hs. 73947; NM_000285) 

kalllkrein 1, 

renal/pancreas/salivary//(Hs. 1 231 07; NM_002257) 
steroidogenic acute regulatory 
protein//(Hs. 3 1 32; N M_000349) 
parathymosin//(Hs.171814;NM_002824) 



Page 2 of 2 



Table 5 



Clone 

242642 
121661 
739193 

32567 

788234 

809694 

27544 
809998 

789369 

1412238 

755881 

743465 

460487 

1609538 

298417 

1412245 

322723 
Jlhbab397f01 
jlhbae334b03 
154654 



842863 
1473682 
285507 
277173 

jlhbab453e07 

488945 

jlhbab412e01 
741891 

122906 
1946534 

837891 

1493205 

jrhoc127f11 

jlhbac238e10 

713263 

970649 

jlhbad283g07 

767993 



Annotation 

EST//(Hs.42041;) 

ESTs//(Hs.226410;) 

cellular retinoic acid-binding protein 

1 //(Hs. 7678; NM_004378) 

inhibitor of DNA binding 4, dominant negative helix- 
loop-helix protein//(Hs.34853;NM_001546) 
inhibitor of DNA binding 4, dominant negative helix- 
loop-helix protein//(Hs.34853;NM_001 546) 
cellular retinoic acid-binding protein 
1//(Hs.7678;NM_004378) 

prominin (mouse)-like 1//(Hs.1 12360;NM_006017) 
UNIGENE-ambiguity: Hs.252475::Hs.250817! amylase, 
alpha 2B; pancreatic//(Hs.252475;) 
inhibitor of DNA binding 4, dominant negative helix- 
loop-helix protein//(Hs.34853; NM_001 546) 
amylase, alpha 2A; pancreatic//(Hs.75733;NM_000699) 
ESTs//(Hs.179902;) 
ESTs//(Hs.1 12703;) 
lactotransferrin//(Hs.347;NM_002343) 
ESTs//(Hs.1 04696;) 

trefoil factor 3 (intestinal)//(Hs.82961;NM_003226) 
carboxypeptidase A2 
(pancreatic)//(Hs.8971 7;NM_001 869) 
ESTs//(Hs.93231;) 



ESTs, Highly similar to IROQUOIS-CLASS 
HOMEODOMAIN PROTEIN IRX-3 
[M.musculus]//(Hs.3321 ;) 

N-myc downstream regulated//(Hs. 75789; NM_006096) 
DKFZP586G1 624 protein//{Hs. 1 25262;) 
EST//(Hs.161495;) 

laminin receptor 1 {67kD, ribosomal protein 
SA)//(Hs. 181 357;NM_002295) 

UNIGENE-ambiguity; Hs.252475::Hs.180149! amylase, 
alpha 2B; pancreatic//(Hs.252475;) 

RAB2, member RAS oncogene famlly- 
like//(Hs. 1 701 60; NM_004761 ) 
ESTs//(Hs. 186545;) 

lymphotoxin beta (TNF superfamiiy, member 
3)//(Hs.890;NM_002341) 
UNIGENE-ambiguity; Hs.271869::Hs.267654! 

ESTs//(Hs.271869;) 

ESTs, Weakly similar to WD40 protein Ciao 1 
[H.sapiens]//(Hs.90680;) 



prepronociceptin//(Hs.89040;) 
ESTs//(Hs. 116561;) 

Homo sapiens mRNA; cDNA DKFZp586L2123 (from 
clone DKFZp586L2123)//(Hs.29759;) 
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1456937 


oviductal glycoprotein 1, 120kD//(Hs.1154;NM 002557) 


284220 


CD22 antigen//(Hs.171763;NM 001771) 


1635978 


ESTs//(Hs.131201:) 


731311 


ESTs, Weakly similar to ORF YKL201c 




[S.cerevisiae]//(Hs.270266;) 


jMhXp229h07 


785847 


ubiquitin-conjugating enzyme E2M (homologous to 


788524 


yeast UBC12)//{Hs.200478;NM 003969) 


ESTs, Weakly similar to KIAA1006 protein 




[H.sapiens]//(Hs.99291;) 


759163 


microfibrillar-associated protein 4//(Hs.1 18223;) 


788609 


ESTs, Weakly similar to similar to KIAA0766 


128126 


[H.sapiens]//(Hs.213586;) 


decay accelerating factor for complement (CD55, 


1635203 


Cromer blood group system)//(Hs.1369;) 


ESTs, Weakly similar to weak similarity to collagens 




[C.elegans]//(Hs.127824;) 


859858 


steroidogenic acute regulatory 




protein//(Hs.3132;NIW_000349) 


jrhob001h03 


431944 


ESTs//(Hs.117106;) 


815284 


peptidase D//(Hs.73947;NVI_000285) 
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Clone Annotation 
242642 EST//(Hs.42041;) 

32567 inhibitor of DNA binding 4, dominant negative iielix-loop- 

helixprotein//(Hs.34853;NM_001546) 
788234 inhibitor of DNA binding 4, dominant negative helix-loop- 

heiix protein//(Hs.34853;NI\/l_001 546) 
789369 inhibitor of DNA binding 4, dominant negative helix-loop- 

heiix protein//(Hs.34853;NM_001546) 
814297 peptidase D//(Hs.73947;NM_000285) 
859761 Untitled//(Hs.270880;) 
1916700 kaliikreinl, 

renal/pancreas/salivary//(Hs. 1 231 07; N M_002257) 
490600 FOS-like antigen 2//(Hs.155210;NM_005253) 
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